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Unravelling Intratumoral Heterogeneity
through High-Sensitivity Single-Cell
Mutational Analysis and Parallel RNA
Sequencing

Developmental heterogeneity of microglia
and brain myeloid cells revealed by deep
single-cell RNA sequencing.

Introducing nano-scale quantitative
polymerase chain reaction.

Enhanced ER proteostasis and temperature
differentially impact the mutational tolerance
of influenza hemagglutinin.

Destabilized adaptive influenza variants
critical for innate immune system escape are
potentiated by host chaperones.

Detecting eukaryotic microbiota with single-
cell sensitivity in human tissue.

Single-cell analysis reveals that stochasticity
and paracrine signaling control interferon-
alpha production by plasmacytoid dendritic
cells.

High-resolution mapping of DNA polymerase
fidelity using nucleotide imbalances and
next-generation sequencing.
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The Polycomb-Dependent Epigenome
Controls B Cell Dysfunction,
Dedifferentiation, and Diabetes.

FatelD infers cell fate bias in multipotent
progenitors from single-cell RNA-seq data.
Nature methods.

Single-cell transcriptional dynamics of
flavivirus infection

High-Throughput Single-Cell RNA
Sequencing and Data Analysis.

Single-cell RNA-seq reveals intrinsic and
extrinsic regulatory heterogeneity in yeast
responding to stress

Index Switching Causes “Spreading-Of-
Signal” Among Multiplexed Samples In
lllumina HiSeq000 DNA Sequencing

An atlas of transcriptional, chromatin
accessibility, and surface marker changes in
human mesoderm development.
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DNA Damage Signaling Instructs Polyploid
Macrophage Fate in Granulomas

DNA Damage Signaling Instructs Polyploid
Macrophage Fate in Granulomas

The whole genome sequences and
experimentally phased haplotypes of over00
personal genomes.

Miniaturization Technologies for Efficient
Single-Cell Library Preparation for Next-
Generation Sequencing

Mapping the Pairwise Choices Leading from
Pluripotency to Human Bone, Heart, and
Other Mesoderm Cell Types.
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Robotic liquid handling and automation in
epigenetics.
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